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(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr vims 



(xi) SEQUENCE DESCRIPTION: SEC ID NO: 8: 
CGGACCACCA GCTGGTACTT GA 22 
(2) INFORMATION FOR SEQ ID NO: 9: 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

^ (vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 
GCTGCCCTAG AGGGTTTTGC TA 22 
(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 
(vi) ORIGINAL SOURCE: 
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(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 
CGAGACGGCA GAAAGCAGA 19 
(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 
GTACAAGTCC CGGGTGGTGA G 21 
(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Ban- virus 
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(xi) SEQUENCE DESCRIPTJON: SEQ ID NO: 12: 
ATACCTAAGA CAAGTTTGCT 20 
(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGH-i: 21 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 
ATCAACCAAT AGAGTCCACC A 21 
(2) INFORMATION FOR SEQ ID NO: 14: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 



7 



55A2_IA> 



wo 99/45155 



PCT/EP99/01392 



CATCGTTATG AGTGACTGGA 20 
(2) INFORMATION FOR SEC ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(li) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Ban- virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 
ACTGATGATC ACCCTCCTGC TCA 23 
(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 
GGACAGGCATTGTTCCTTGG 20 
(2) INFORMATION FOR SEQ ID NO: 17: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 
TAACTGTGGTTTCCATGACG 20 
(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 

AGGTACTCTT GGTGCAGCCC 20 

(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 22 base pairs 
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(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 
AGCATATAGG AACAGTCGTG CC 22 
(2) INFORMATION FOR SEQ ID NO: 20: 

(I) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Ban- virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 
AGTGGACATG AAGAGCACGA A 21 
(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE Pi'PE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 
AGCTCTGGCA CTGCTAGCGT CACTGATTTT 
(2) INFORMATION FOR SEQ ID NO: 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nudeic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22: 
CAGGTTCATC GCTCAGCTCC 20 
(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nudeic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 
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(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23: 
GGCTGTCACC GCTTTCTTGG 20 
(2) INFORMATION FOR SEQ ID NO: 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 
AGTGTTGGCA CTTCTGTGG 19 
(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25: 
AGCATGGGAG ATGTTGGCAG C 21 
(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26: 
CTGGTTTAAA CTGGGCCCAG GAGAGGAGCA 30 
(2) INFORMATION FOR SEQ ID NO: 27: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27: 
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TGGAGCGAAG GTTAGTGGTC 

(2) INFORMATION FOR SEQ ID NO: 28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 base pairs 

(B) TYPE: nucleic add 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(11) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 
TACCTGGCAC CTGAGTGTGG AG 
(2) INFORMATION FOR SEQ ID NO: 29: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29: 
AGAATTGGAT CATTTCTGAC AGGG 
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(2) INFORMATION FOR SEQ ID NO: 30: 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30: 
AGACATGGTC TTTGGCTTCA GGGTC 



(2) INFORMATION FOR SEQ ID NO: 31: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr vims 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 31: 
CAGACCAATG TGACAATTTT CCCCAAATGT 
(2) INFORMATION FOR SEQ ID NO: 32: 
(!) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32: 
CTACCTTCCA CGACTTCACC 20 
(2) INFORMATION FOR SEQ ID NO: 33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE; cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33: 
AAGTCTTTTA TAAGGCTCCG GC 22 
(2) INFORMATION FOR SEQ ID NO: 34: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xl) SEQUENCE DESCRIPTION: SEQ ID NO: 34: 
AGGCCATGGT GTCATCCATC 20 
(2) INFORMATION FOR SEQ ID NO: 35: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 base pairs 

(B) TYPE: nudeic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 35: 
AGAGAGAGAG TAGGTCCGCG G 21 
(2) INFORMATION FOR SEQ ID NO: 36: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA to mRNA 
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(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Epstein-Barr virus 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 36: 

CCAATGGGGG AGGAGAGACC AAGACCAATA 30 
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an extent that no meaningful International Search can be earned out, specifically: 
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S^'^e they are dependent claims and are not drafted in accordance with the second and third sentences of Rule 6.4(a). 



Box 11 Observations where unity of invention is lacking (Continuation of item 2 of first sheet) 



This International Searching Authority found multiple inventions in this international application, as follows: 

see additional sheet 

1 . I 1 As all required additional search fees were timely paid by the applicant, this International Search Report covers all 

searchable claims. 

2. rn As all searchable claims could be searched without effort justifying an additional fee. this Authority did not invite payment 
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3 I 1 As only some of the required additional search fees were timely paid by the applicant, this International Search Report 
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This International Searching Authority found multiple (groups of) 
inventions in this international application, as follows: 

1. Claims: 1-4,7-16 (all partially) 

Oligonucleotides with Seq.IDs 1-5 corresponding to the 
sequence of the BKRFl reading frame spanning nucleotides 
107950-109872 of EBNA-l, wherein Seq.ID 3 can be provided 
with a T7-polymerase sequence, methods using said 
oligonucleotides for the detection of EBV, as well as a test 
kit comprising these oligonucleotides. 



2. Claims: 1,2,8-16 (all partially) 

Oligonucleotides with Seq.IDs 6-11 corresponding to the 
sequence of the reading frame spanning nucleotides 6629-6795 
of EBER-1, wherein Seq.ID 5 can be provided with a 
T7-polymerase sequence, methods using said oligonucleotides 
for the detection of EBV. as well as a test kit comprising 
these oligonucleotides. 



3. Claims: 1,2,8-16 (all partially) 

Oligonucleotides with Seq.IDs 12-16 corresponding to the 
sequence of the BNLFl reading frame spanning nucleotides 
169474-169207 of LMP-1, wherein Seq.ID 12 can be provided 
with a T7-polymerase sequence, methods using said 
oligonucleotides for the detection of EBV, as well as a test 
kit comprising these oligonucleotides. 



4. Claims: 1-4,7-16 (all partially) 

Oligonucleotides with Seq.IDs 17-21 corresponding to the 
sequence of the exons 2,3,4,5,6,7 and 8 of LMP-2. wherein 
Seq.ID 19 can be provided with a T7-polymerase sequence, 
methods using said oligonucleotides for the detection of 
EBV, as well as a test kit comprising these oligonucleotides. 



5. Claims: 1,2,6-10 (all partially) 

Oligonucleotides with Seq.IDs 27-31 corresponding to the 
sequence of the BCRFl reading frame spanning nucleotides 
8675-10184 of vILlO, wherein Seq.ID 30 can be provided with 
a T7-polymerase sequence, methods using said 
oligonucleotides for the detection of EBV, as well as a test 
kit comprising these oligonucleotides. 



6. Claims: 1,2,5,7-16 (all partially) 

Oligonucleotides with Seq.IDs 22-26 corresponding to the 
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sequence of the BARFl reading frame spanning nucleotides 
165504-166166, wherein Seq.ID 24 can be provided with a 
T7-polymerase sequence, methods using said oligonucleotides 
for the detection of EBV, as well as a test kit comprising 
these oligonucleotides. 



7. Claims: 1,2,6-16 (all partially) 

Oligonucleotides with Seq.IDs 32-36 corresponding to the 
sequence of the BDLF2 reading frame spanning nucleotides 
132389-131130, wherein Seq.ID 32 can be provided with a 
T7-polymerase sequence, methods using said oligonucleotides 
for the detection of EBV, as well as a test kit comprising 
these oligonucleotides. 
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